Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.005 Å; R factor = 0.069; wR factor = 0.150; data-to-parameter ratio = 12.6.
The organic molecule in the title hydrate, C 17 H 14 ClN 3 OÁH 2 O, has a small but significant twist from planarity, as seen in the dihedral angle of 12.10 (17) between the quinoline and benzene rings. The conformation about the C N bond is E. Chains along the b axis are formed in the crystal structure aided by water-quinoline O-HÁ Á ÁN (Â 2) and hydrazonewater N-HÁ Á ÁO hydrogen bonds. Layers of these chains stack along the a axis via C-HÁ Á Á and -interactions [ring centroid-ring centroid distance = 3.674 (2) Å ]. C-HÁ Á ÁO interactions are also present.
Related literature
For background to the pharmacological activity of quinoline derivatives, see: Warshakoon et al. (2006) . For recent studies into quinoline-based anti-malarials, see: Andrade et al. (2007) ; de Souza et al. (2005) . For related structures, see: Kaiser et al. (2009) ; de Souza et al. ( , 2010 .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C11-C16 ring. Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) Àx; Ày; Àz þ 2.
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 (Warshakoon et al., 2006) and in this context attract interest as potential anti-malarial agents (Andrade et al. 2007; de Souza et al., 2005) . Complementing biological studies are structural investigations (Kaiser et al., 2009; de Souza et al., 2010) , and the crystal structure of the title hydrate, (I), was investigated as a part of these on-going studies. 
Refinement
The N-and C-bound H atoms were geometrically placed (N-H = 0.88 Å and C-H = 0.95-0.98 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (C,N). The water-bound H atoms were located from a difference map and refined with U iso (H) = 1.5U eq (O).
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the components comprising the asymmetric unit in (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. 
Hydrogen-bond geometry (Å, °)
Cg is the centroid of the C11-C16 ring. Symmetry codes: (i) −x+1, −y+2, −z+1; (ii) −x+1, −y+1, −z+1; (iii) −x, −y, −z+2.
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